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see sample surveys 
Randomization, 398, 430, and see selection 
Random process, see stochastic 
Ranks, 19, and see scores, transforma- 
tions 
Recombination, 135 
Recurrence formulas, 232 
Regression, see adjusted means, canoni- 
cal analysis, correlation, covariance 
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orthogonal polynomials, trend 
adjustment, 116 
analysis, 290, 499, and see analysis of 
covariance correlated unequal errors, 
208 
coefficient, 111, 564 
estimation of, 207 
variance of, 111 
departure from, 211 
deviations from, 211 
homogeneity of, 3 
intercept, 111 
model, see structure 
multiple, 435, 553 
polynomial, optimum design, 573 
Reliability, system, 568 
Replication, fractional, 431 
Residuals, see error. 
Response, see bioassay, models, time 
response 
bias, 132, 401 
quantal, 293, 453, 462, 548 
Sample size needed, 426, and see organo- 
lepsis 
Sample surveys, 93, 141, and see con- 
sumer testing, sampling 
biased, 251, 403 
interview, 252 
non-response, 250 
Sampling, 78, and see components fof 
variance, design of experiments, 
sample size needed, sample surveys 
acceptance, 177 
area, 251 
ecological, 132, 385 
efficiency, 80 
error, 253, and see variance 
studies of statistical problems, 398, 
567, and see Monte Carlo 
systematic, 81 
Scales, 33, 436, and see metameter, scores 
Scores, see discriminant function, meta- 
meter, organolepsis, ranks, scales 
distribution of, 568 
maximum likelihood, 186 
Screening tests, 311, and see bioassay 
Selection, see balancing, choice of trans- 
formation, design of experiments, 
genetic selection, randomization, 
sampling 
of subjects, 438 
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Sensitivity dain, see quantal response 

Sensory tests, see organolepsis 

Sequential experiments, 132, 141, 292, 
563, and see decision 

multiple-decision, 408 

Serology, 143, and see hematology 

Simultaneous equations, see matrices 

Singular equations, 284 

Soil heterogeneity, 207 

Standard deviation, see variance 

Standard error, see variance 

Statistical control, see analysis of co- 
variance 

Stochastic processes, 1, 10, 133, 441 

Structural analysis, 125 

Structure, 123 

Subjective evaluation, 33, and see organ- 
olepsis 

Successive approximation, see iteration 

Sufficient statistics, 455, and sce effici- 
ency, estimation 

questionnaires, 


Surveys, see 
surveys 

Survival curve, see time-response curve 

Survival ‘ime, see time-response curve 


sample 


System reliability, 568 
Tables, miscellaneous, 270, 371, 423, 515 
Taste tests, see organolepsis 
Taxonomy, 291, 440 
Tests, see analysis of variance, chi 
square, confidence limits, duo-trio, 
F test, goodness of fit, life testing, 
likelihood ratio, null hypothesis, 
ordering, ranks, sequential,  tri- 
angle test, ¢ test 
destructive, see life tests 
exact, 3 
life, 567 
likelihood ratio, 200 
of significance, 10, 112 
of significance of variance, 437 
power of, 426 
psychological, 440 
Theory, see biometry, hypothesis, model 
Time-response curve, 195, 202, 203, 463, 
529, 569 
Time series, 1 
Tournaments, 568 
Toxicology, 168, 
pharmacology 
Trarsect, O85 


and see _ bioassay, 
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Transfer method, 453 
‘Transformations, 6, 34, and see additiv- 
ity, analvsis of variance, bioassay, 
eanonical analysis, — discriminant 
function, logistic curve, matrices, 
models 
choice of, 466 
effect of, 34 
linear, 123 
logarithmic, 109 
logit, 456 
probability, 19 
probit, 453, 549 
ridit, 18 
Tree crops, 140, 142, and see crop fore- 
casting 
Trend, see regression 
Triangle test, 566 
7 test, 568, and see confidence limits 
Tuberculosis, 144, 527 
Uniformity data, 207 
Variance, see covariance, / test, genetics 
-analysis of, 70, 334, 503, and sce 
additivity, analysis of covariance, 
analysis of dispersion, analysis of 
groups of experiments, chi square, 
components of variance, degrees 
of freedom, F' test, interaction, 
least squares, missing values, 
models, multivariate analysis, 
orthogonal polynomi:ls, regres- 
sion, structural analysis, tests, 
transformations, uniformity data 
incomplete data, 360 
interpretation of, 137, 334 
components, 70, 209, 439, 492, 572, 
and see components of covariance 
structural analysis 
variance of, 9 
heterogeneity of, 74 
minimum, estimation, 211 
of adjusted mean, 116 
of estimate, 201 
of mean difference, 379, 505 
test of, 565 
Vector, latent, 9 
Weber fraction, 548 
Weighting, 118, 207, 287, 471, 574 
Working probit, 483 
Yield forecasting, see crop forecasting 
Z test, see F’ test 
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